Figure S1

Exon 16
ALK_NM_ee43e4. GTGGTGGAGGTGGCTGGAATGATAACACTTCCTTGCTCTGGGCCGGAAAATCTTTGCAGG 60
A375x2 ====- AGATCCAGGTAAACTGA-========-=mmmmmmmm o e oo — - CAGCTCTGATCG 29
£ E 3 *okEkE *okEk kF *
ALK_NM_ee43e4. AGGGTGCCACCGGAGGACATTCCTGCCCCCAGGCCATGAAGAAGTGGGGGTGGGAGACAA 128
A375X1 AGTCTGTCCTCATCACCCATCAGCCCACCTGGGACGACTGTCAGCAGCTGTTGGGGACTC 89
* ok EE I S * EE 3] I T EE I * % & ik okE kEkk
ALK_NM_ee43e4. GAGGGGGTTTCGGAGGGGGTGGAGGGGGGTGCTCCTCAGGTGGAGGAGGCGGAGGATATA 180
A375X1 0 meeeemememeeeo-- TGCTGACCGGAGAAGAAAAACAACGGGTGCTCTTAGAGGCTAGA 133
EE EE N # B L EE I
Exon 17
ALK_NM_ee43e4. TAGGCGG------- CAATGCAGCCTCAAACAATGACCCCGAAATGGATGGGGAAGATGGE 233
A375X1 AAGGCGGTGCGGGGCGATGATGGGCGCCCCACTCAACTGCCCAATGAA---GTCGATGCC 190
o 3K ok ok K K * koK *® EE I *x &% E S EE T+ 5
Exon 18
—
ALK_NM_ee43e4., GTTTCCTTCATCAGTCCACTGGGCATCCTGTACACCCCAGCTTTAAAAGTGATGGAAGGC 293
A375X1 GCT---TTTCCCCTCGAGCGCCCAGACTGGGATTACACCACCCAGGCAGTGATGGAAGGC 247
* Ok £ * * * E 3 E I 3 * EEE RS S EEE LS 2
ALK_NM_ee43e4. CACGGGGAAGTGAATATTAAGCATTATCTAAACTGCAGTCACTGTGAGGTAGACGAATGT 353
A375X1 CACGGGGAAGTGAATATTAAGCATTATCTAAACTGCAGTCACTGTGAGGTAGACGAATGT 307
R R E L R E R EE EEEEEEEEEEEEEE EEEEEEEEEEEEEEEEEEEE EEE S E
ALK_NM_ee43e4. CACATGGACCCTGAAAGCCACAAGGTCATCTGCTTCTGTGACCACGGGACGGTGCTGGLT 413
A375X1 CACATGGACCCTGAAAGCCACAAGGTCATCTGCTTCTGTGACCACGGGACGGTGCTGGCT 367
LR R e E R R R E R R R E R E E R EE R EE EEEEE ]
ALK_NM_ee43e4. GAGGATGGCGTCTCCTGCATTGTGTCACCCACCCCGGAGCCACACCTGCCACTCTCGCTG 473
A375X1 GAGGATGGCGTCTCCTGCATTGTGTCACCCacCCCGGAGCCACACCTGCCACTCTCGCTG 427
RkkkkkkkkkRE R RER Rk kkk kR kR kR kR R R R kR ko kR kR R Rk kR R R Rk kR kR R Rk R R
ALK_NM_ee43e4. ATCCTCTCTGTGGTGACCTCTGCCCTCGTGGCCGCCCTGGTCCTGGCTTTCTCCGGCATC 533
A375X1 ATCCTCTCTGTGGTGACCTCTGCCCTCGTGGCCGCCCtggtCCTGGCTTTCTCCGGCATC 487
RkkkkkkkkkRE R RER Rk kkk kR kR kR kR R R R kR ko kR kR R Rk kR R R Rk kR kR R Rk R R
ALK_NM_ee43e4. ATGATTGTGTACCGCCGGAAGCACCAGGAGCTGCAAGCCATGCAGATGGAGCTGCAGAGC 593
A375X1 ATGATTGTGTACCGCCGGAAGC - =~ === === m - m - m e e e e e e e oo 5e9
R E L R R R EE L EEEE L EE L T2
ALK_NM_ee43e4. CCTGAGTACAAGCTGAGCAAGCTCCGCACCTCGACCATCATGACCGACTACAACCCCAAC 653
A375X1 = me e e e e e e me e ee e e mmmmmeee———— - 589

Figure S1 Alignment after Sanger sequencing of the 5-RACE-cDNA fragments confirming the starting of
ALK from exon 18 (green arrow). The asterisks indicate a perfect match with the reference sequence
present in the NCBI database.



